(xi) SEQUENCE DESCRIPTION: SEQ ID N0:1: 
ATGAGGGGGA TGCTGCCCCT CTTTGAGCCC AAGGGCCGGG TCCTCCTGGT GGACGGCCAC 
CACCTGGCCT ACCGCACCTT CCACGCCCTG AAGGGCCTCA CCACCAGCCG GGGGGAGCCG 
GTGCAGGCGG TCTACGGCTT CGCCAAGAGC CTCCTCAAGG CCCTCAAGGA GGACGGGGAC 
GCGGTGATCG TGGTCTTTGA CGCCAAGGCC CCCTCCTTCC GCCACGAGGC CTACGGGGGG 
TACAAGGCGG GCCGGGCCCC CACGCCGGAG GACTTTCCCC GGCAACTCGC CCTCATCAAG 
GAGCTGGTGG ACCTCCTGGG GCTGGCGCGC CTCGAGGTCC CGGGCTACGA GGCGGACGAC 
GTCCTGGCCA GCCTGGCCAA GAAGGCGGAA AAGGAGGGCT ACGAGGTCCG CATCCTCACC 
GCCGACAAAG ACCTTTACCA GCTCCTTTCC GACCGCATCC ACGTCCTCCA CCCCGAGGGG 
TACCTCATCA CCCCGGCCTG GCTTTGGGAA AAGTACGGCC TGAGGCCCGA CCAGTGGGCC 
GACTACCGGG CCCTGACCGG GGACGAGTCC GACAACCTTC CCGGGGTCAA GGGCATCGGG 
GAGAAGACGG CGAGGAAGCT TCTGGAGGAG TGGGGGAGCC TGGAAGCCCT CCTCAAGAAC 
CTGGACCGGC TGAAGCCCGC CATCCGGGAG AAGATCCTGG CCCACATGGA CGATCTGAAG 
CTCTCCTGGG ACCTGGCCAA GGTGCGCACC GACCTGCCCC TGGAGGTGGA CTTCGCCAAA 
AGGCGGGAGC CCGACCGGGA GAGGCTTAGG GCCTTTCTGG AGAGGCTTGA GTTTGGCAGC 
CTCCTCCACG AGTTCGGCCT TCTGGAAAGC CCCAAGGCCC TGGAGGAGGC CCCCTGGCCC 
CCGCCGGAAG GGGCCTTCGT GGGCTTTGTG CTTTCCCGCA AGGAGCCCAT GTGGGCCGAT 
CTTCTGGCCC TGGCCGCCGC CAGGGGGGGC CGGGTCCACC GGGCCCCCGA GCCTTATAAA 
GCCCTCAGGG ACCTGAAGGA GGCGCGGGGG CTTCTCGCCA AAGACCTGAG CGTTCTGGCC 
CTGAGGGAAG GCCTTGGCCT CCCGCCCGGC GACGACCCCA TGCTCCTCGC CTACCTCCTG 
GACCCTTCCA ACACCACCCC CGAGGGGGTG GCCCGGCGCT ACGGCGGGGA GTGGACGGAG 
GAGGCGGGGG AGCGGGCCGC CCTTTCCGAG AGGCTCTTCG CCAACCTGTG GGGGAGGCTT 
GAGGGGGAGG AGAGGCTCCT TTGGCTTTAC CGGGAGGTGG AGAGGCCCCT TTCCGCTGTC 
CTGGCCCACA TGGAGGCCAC GGGGGTGCGC CTGGACGTGG CCTATCTCAG GGCCTTGTCC 
CTGGAGGTGG CCGAGGAGAT CGCCCGCCTC GAGGCCGAGG TCTTCCGCCT GGCCGGCCAC 
CCCTTCAACC TCAACTCCCG GGACCAGCTG GAAAGGGTCC TCTTTGACGA GCTAGGGCTT 
CCCGCCATCG GCAAGACGGA GAAGACCGGC AAGCGCTCCA CCAGCGCCGC CGTCCTGGAG 
GCCCTCCGCG AGGCCCACCC CATCGTGGAG AAGATCCTGG AGTACCGGGA GCTCACCAAG 
CTGAAGAGCA CCTACATTGA CCCCTTGCCG GACCTCATCC ACCCCAGGAC GGGCCGCCTC 
CACACCCGCT TCAACCAGAC GGCCACGGCC ACGGGCAGGC TAAGTAGCTC CGATCCCAAC 
CTCCAGAACA TCCCCGTCCG CACCCCGCTT GGGCAGAGGA TCCGCCGGGC CTTCATCGCC 
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GAGGAGGGGT GGCTATTGGT GGCCCTGGAC TATAGCCAGA TAGAGCTCAG GGTGCTGGCC 1860 

CACCTCTCCG GCGACGAGAA CCTGATCCGG GTCTTCCAGG AGGGGCGGGA CATCCACACG 1920 

GAGACCGCCA GCTGGATGTT CGGCGTCCCC CGGGAGGCCG TGGACCCCCT GATGCGCCGG 1980 

GCGGCCAAGA CCATCAACTT CGGGGTCCTC TACGGCATGT CGGCCCACCG CCTCTCCCAG 2040 

GAGCTAGCCA TCCCTTACGA GGAGGCCCAG GCCTTCATTG AGCGCTACTT TCAGAGCTTC 2100 

CCCAAGGTGC GGGCCTGGAT TGAGAAGACC CTGGAGGAGG GCAGGAGGCG GGGGTACGTG 2160 

GAGACCCTCT TCGGCCGCCG CCGCTACGTG CCAGACCTAG AGGCCCGGGT GAAGAGCGTG 2220 

CGGGAGGCGG CCGAGCGCAT GGCCTTCAAC ATGCCCGTCC AGGGCACCGC CGCCGACCTC 2280 

ATGAAGCTGG CTATGGTGAA GCTCTTCCCC AGGCTGGAGG AAATGGGGGC CAGGATGCTC 2340 

CTTCAGGTCC ACGACGAGCT GGTCCTCGAG GCCCCAAAAG AGAGGGCGGA GGCCGTGGCC 2400 

% CGGCTGGCCA AGGAGGTCAT GGAGGGGGTG TATCCCCTGG CCGTGCCCCT GGAGGTGGAG 2460 

41 GTGGGGATAG GGGAGGACTG GCTCTCCGCC T^AGGAGTGAT ACCACC 2506 
m {2) INFORMATION FOR SEQ ID NO: 2: 

m 

!:L: (i) SEQUENCE CHARACTERISTICS: 

0'^ (A) LENGTH: 2496 base pairs 

y (B) TYPE; nucleic acid 

(C) STRANDEDNESS : doiible 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
#g (xi) SEQUENCE DESCRIPTION: SEQ ID N0:2: 

P ATGGCGATGC TTCCCCTCTT TGAGCCCAAA GGCCGCGTGC TCCTGGTGGA CGGCCACCAC 60 

Ms 

CTGGCCTACC GCACCTTCTT TGCCCTCAAG GGCCTCACCA CCAGCCGCGG CGAACCCGTT 120 

CAGGCGGTCT ACGGCTTCGC CAAAAGCCTC CTCAAGGCCC TGAAGGAGGA CGGGGACGTG 180 

GTGGTGGTGG TCTTTGACGC CAAGGCCCCC TCCTTCCGCC ACGAGGCCTA CGAGGCCTAC 240 

AAGGCGGGCC GGGCCCCCAC CCCGGAGGAC TTTCCCCGGC AGCTGGCCCT CATCAAGGAG 300 

TTGGTGGACC TCCTAGGCCT TGTGCGGCTG GAGGTTCCCG GCTTTGAGGC GGACGACGTG 360 

CTGGCCACCC TGGCCAAGCG GGCGGAAAAG GAGGGGTACG AGGTGCGCAT CCTCACTGCC 420 

GACCGCGACC TCTACCAGCT CCTTTCGGAG CGCATCGCCA TCCTCCACCC TGAGGGGTAC 480 

CTGATCACCC CGGCGTGGCT TTACGAGAAG TACGGCCTGC GCCCGGAGCA GTGGGTGGAC 540 

TACCGGGCCC TGGCGGGGGA CCCCTCGGAT AACATCCCCG GGGTGAAGGG CATCGGGGAG 600 

AAGACCGCCC AGAGGCTCAT CCGCGAGTGG GGGAGCCTGG AAAACCTCTT CCAGCACCTG 660 

GACCAGGTGA AGCCCTCCTT GCGGGAGAAG CTCCAGGCGG GCATGGAGGC CCTGGCCCTT 720 

TCCCGGAAGC TTTCCCAGGT GCACACTGAC CTGCCCCTGG AGGTGGACTT CGGGAGGCGG 780 
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CGCACACCCA ACCTGGAGGG 

TCTGCGGGCT 

TTTTTGGAGC 

GGTTGGAGTT 

TGGAAGCCTC 

840 


CTCCACGAGT 

TCGGCCTCCT 

GGAGGGGCCG 

AAGGCGGCAG 

AGGAGGCCCC 

CTGGCCCCCT 

900 


CCGGAAGGGG 

CTTTTTTGGG 

CTTTTCCTTT 

TCCCGTCCCG 

AGCCCATGTG 

GGCCGAGCTT 

960 


CTGGCCCTGG 

CTGGGGCGTG 

GGAGGGGCGC 

CTCCATCGGG 

CACAAGACCC 

CCTTAGGGGC 

1020 


CTGAGGGACC 

TTAAGGGGGT 

GCGGGGAATC 

CTGGCCAAGG 

ACCTGGCGGT 

TTTGGCCCTG 

1080 


CGGGAGGGCC 

TGGACCTCTT 

CCCAGAGGAC 

GACCCCATGC 

TCCTGGCCTA 

CCTTCTGGAC 

1140 


CCCTCCAACA 

CCACCCCTGA 

GGGGGTGGCC 

CGGCGTTACG 

GGGGGGAGTG 

GACGGAGGAT 

1200 


GCGGGGGAGA 

GGGCCCTCCT 

GGCCGAGCGC 

CTCTTCCAGA 

CCCTAAAGGA 

GCGCCTTAAG 

1260 


GGAGAAGAAC 

GCCTGCTTTG 

GCTTTACGAG 

GAGGTGGAGA AGCCGCTTTC 

CCGGGTGTTG 

1320 


GCCCGGATGG 

AGGCCACGGG 

GGTCCGGCTG 

GACGTGGCCT 

ACCTCCAGGC 

CCTCTCCCTG 

1380 


GAGGTGGAGG 

CGGAGGTGCG 

CCAGCTGGAG 

GAGGAGGTCT 

TCCGCCTGGC 

CGGCCACCCC 

1440 


TTCAACCTCA 

ACTCCCGCGA 

CCAGCTGGAG 

CGGGTGCTCT 

TTGACGAGCT 

GGGCCTGCCT 

1500 


GCCATCGGCA 

AGACGGAGAA 

GACGGGGAAA 

CGCTCCACCA 

GCGCTGCCGT 

GCTGGAGGCC 

1560 

y ^ 

CTGCGAGAGG 

CCCACCCCAT 

CGTGGACCGC 

ATCCTGCAGT 

ACCGGGAGCT 

CACCAAGCTC 

1620 


AAGAACACCT 

ACATAGACCC 

CCTGCCCGCC 

CTGGTCCACC 

CCAAGACCGG 

CCGGCTCCAC 

1680 


ACCCGCTTCA ACCAGACGGC 

CACCGCCACG 

GGCAGGCTTT 

CCAGCTCCGA 

CCCCAACCTG 

1740 


CAGAACATCC 

CCGTGCGCAC 

CCCTCTGGGC 

CAGCGCATCC 

GCCGAGCCTT 

CGTGGCCGAG 

1800 

fr| 

GAGGGCTGGG 

TGCTGGTGGT 

CTTGGACTAC 

AGCCAGATTG 

AGCTTCGGGT 

CCTGGCCCAC 

1860 


CTCTCCGGGG 

ACGAGAACCT 

GATCCGGGTC 

TTTCAGGAGG 

GGAGGGACAT 

CCACACCCAG 

1920 


ACCGCCAGCT 

GGATGTTCGG 

CGTTTCCCCC 

GAAGGGGTAG 

ACCCTCTGAT 

GCGCCGGGCG 

1980 


GCCAAGACCA 

TCAACTTCGG 

GGTGCTCTAC 

GGCATGTCCG 

CCCACCGCCT 

CTCCGGGGAG 

2040 


CTTTCCATCC 

CCTACGAGGA GGCGGTGGCC 

TTCATTGAGC 

GCTACTTCCA 

GAGCTACCCC 

2100 


AAGGTGCGGG 

CCTGGATTGA GGGGACCCTC 

GAGGAGGGCC 

GCCGGCGGGG 

GTATGTGGAG 

2160 


ACCCTCTTCG 

GCCGCCGGCG 

CTATGTGCCC 

GACCTCAACG 

CCCGGGTGAA 

GAGCGTGCGC 

2220 


GAGGCGGCGG 

AGCGCATGGC 

CTTCAACATG 

CCGGTCCAGG 

GCACCGCCGC 

CGACCTCATG 

2280 


AAGCTGGCCA 

TGGTGCGGCT 

TTTCCCCCGG 

CTTCAGGAAC 

TGGGGGCGAG 

GATGCTTTTG 

2340 


CAGGTGCACG 

ACGAGCTGGT 

CCTCGAGGCC 

CCCAAGGACC 

GGGCGGAGAG 

GGTAGCCGCT 

2400 


TTGGCCAAGG 

AGGTCATGGA 

. GGGGGTCTGG 

CCCCTGCAGG 

; TGCCCCTGGA 

, GGTGGAGGTG 

2460 


GGCCTGGGGG 

r AGGACTGGCT 

■ CTCCGCCAAG 

\ GAGTAG 



2496 
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